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AMENDMENT 



In the Claims: 



Please amend claims 29, 30, 32, 33, 39-42, 54, 100 and 101 as follows: 



29. (Amended) The composition of claim 24 Jwhereln f comprising a reverse transcriptase 
[comprises] which is both said DNA-dependent DNA naf^merase and said RNA-dependent 
DNA polymerase. 



30. (Amended) The composition of claim 29 whefrsin said reverse transcriptase further 



comprises [said] RNAse H activity. 



32. (Amended) The composition of claim 24 
from the group consisting of DMSO, dimethylformamidc . 



er comprising one or. more selected 
, ethylene glycol, zinc and glycerol. 




33. (Amended) The composition of claim 24y^h^eih said mixture] which allows 
amplification of said target nucleic acid sequence/ at essentially constant temperature. 

39. (Amended) A kit for amplifying Mycobacteriajj^td^ic acid, containing at least one 
of a first and second oligonucleotide; said JijsH5ligonucleotide comprising 
xGCCGTCACCCCACCAACAACjCT rSEOID: l\ and said second oligonucleotide comprising 




SSSD/75257. V01 



213/066 
Patent 



xGGGATAAGCCTGGGAAACTGGGTCTAATACC fSEO ID: 21 . wherein x is npthing or is a 
sequence recognized by an RNA polymerase and each said oligonucleotide us'about 22 to about 
100 bases in length. 



40. (Amended) An oligonucleotide of about 20 to about 100 bases in length comprising a 
nucleic acid sequence selected from the group consisting of 
xGCCGTCACCCCACCAACAAGCT f SEP ID: 
xGGGATAAGCCTGGGAAACTGGGTCT/ATACC (SEQ ID: 2), 
xCCAGGCCACTTCCGCTAACC rSE(/ID: 61 . xCGCGGAACAGGCTAAACCGCACGC 
rSEO ID: 71 . and their fully complementary sequences of the same length, wherein x is nothing 
or is a sequence recognized by an RNA polymerase. 



41. (Amended) Mkit for amplifying and detecling Mycobacterial nucleic acid, containing 



a first oligonucleotide of about 24 to about 100 bases 



sequence GTCTTGTGGTGGAAAGCGCTTTAG fS EO ID: 31 and at least one additional 



n length comprising a nucleotide base 



oligonucleotid/of about 23 to about 100 bases in length selected from the group consisting of 



xGCCGGTCACCCCACCAACAAGCT rSEO ID: 11 



xGGATA / AGCCTGGGAAACTGGGTCTAATACC (REO ID: 21 . wherein x is nothing or is a 



sequence recognized by an RNA polymerase. 



and 
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42. (Amended) A kit for amplifying and^ detecting Mycobacterial nucleic acid, containing 
a first oligonucleotide of about 23 to about 100 oases in length comprising a nucleotide base 
sequence GGAGGATATGTCTC AGCGCTACC VSEQJDl8} and at least one additional 
oligonucleotide of about 20 to about 100 bases in length selected from the group consisting of 
xCCAGGCCACTTCCGCTAACC rSEOID:61 and xCGCGGAAC AGGCTAAACCGC ACGC 
fSRO ID: 1\ wherein x is nothing or is a sequence refcognized by an RNA polymerase. 



54. (Amended) The composition of clafln 27 [wherein] comprising a reverse transcriptase 
[comprises] which is both said DNA-dependent D^A polymerase and said RNA-dependent 
DNA polymerase. 

100. (Amended) A kit for amplifying Mycobacterial nucleic acid, containing a first 
ligonucleotide comprising xCCAGGCCACTTCCGCTAACC (SEQ ID: 6), and a second 
oligonucleotide comprisingV CGCGGAACAGGCTAAACCGCACGC (SEQ ID: 7), wherein x 
is nothing or is a sequence recoVized by an RNA polymerase and x' is nothing or is a sequence 
recognized by an RNA polymerases 




» I 101. (Amended) A composition useful in the detection of Mycobacterium tuberculosis 
^Ap(^ ^ m P risin 8 at least one oligonucleotide, or composition containing an oligonucleotide, selected 
from the group consisting of: 
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a) anucleic acid hybridization assay probe from about 10 to about 100 nucleotide 
bases in length composing an oligonucleotide which will hybridize to at least 1 0 contiguous 
bases of a nucleotide base sequence region of a target Mycobacterium tuberculosis nucleic acid, 
said region selected from the group consisting SEQ ID NO: 3, SEQ ID NO: 8, and the sequences 
perfectly complementary thereto; \ 

b) an oligonucleotide from about 10 to about 100 nucleotide bases in length able to 
bind to or extend through a region of Mycobacterium tuberculosis nucleic acid, said region 
consisting of a nucleotide base sequence selected from the group consisting of SEQ ID NO: 1 , 
SEQ ID NO: 2, SEQ ID NO: 3, SEQ ID NO: 4, S5Q ID NO: 5, SEQ ID NO: 6, SEQ ID NO: 7, 
SEQ ID NO: 8, SEQ ID NO: 9, SEQ ID NO: 10, SEQJD NO: 22, SEQ ID NO: 23, and the 
sequences perfectly complementary to these sequences, \ 

c) a kit comprising the oligonucleotide of [step] and 

d) a specifically detectable nucleic acid hybrid formeckunder nucleic acid 
hybridization conditions between the hybridization assay probe of [step^a) and a nucleic acid 
comprising a Mycobacterium tuberculosis nucleotide base sequence. 



REMARKS 

Claims 29, 30, 32, 33, 39-42, 54, 100 and 101 have been amended. Claims 24-42, 
48-51, and 54-101 are pending in the above captioned application (attached as Appendix B ). 
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